Supplementary Table S6: LHS sensitivity analysis results for the effect of TNF-
independent and cellular scale parameters on model outputs at day 200 post-infection.

Parameter definitions are presented in Supplementary Table S1.

Dchem 5chem Tchem P STATI M‘ecr T, moveM T, recr P apop/Fas Trecham Api ABe

TNF function-related

outputs

(No. apoptosis)macs - + + ++ -— - - +++ +++

(No. apoptosis)mr - + +++ - — SINEFE

(No. apoptosis)wi & Mei - ++ + - + -— — +++ +++

(No. apoptosis)wa +++ - — - SINEFE

(No. apoptosis)r celis - ++ - -—- - ++ +++

(No. NFkB activation)y; + +++ - — 4+ 4+

(No. NFkB activation)y; - ++ + - + — — i+ -+

Cellular-level outputs

Biy (intracellular Mtb) +++ + - — — 4+ T+

Bex: (extracellular Mtb) - +++ - — — -+ 4+

Biot - +++ - - - 4+ o+

Total Macrophages + +++ -— - +++ +++

M, + +++ - 4+ ++

M; +++ ++ - - - 4+ 4+

Mei +++ - - - 4+ 4+

M, + + - - +++ 4+

Total T cells + - - +++ +++

T, + + - - 4

Te + + - - +++ 4+
_Treg + - 4

Tissue-level outputs

Caseation ++ + - +++ -— - +++ +++

Granuloma size - ++ -—- - - +++ +++

Tissue concentrations

[STNFayg +++ + - - — SINEFE

[Chemokines]ayg + - — -+ 4+

Only parameters with significant PRCC values are indicated. Significant positive and negative correlations are shown

using +/- as follows:

-/+, 0.001 < p-value < 0.01

--/++,0.0001 < p-value < 0.001

-—-/+++, p-value < 0.0001



